Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.014; wR factor = 0.031; data-to-parameter ratio = 18.3.
Related literature
For the synthesis of the fac-Re I -tricarbonyl synthon, see: Alberto et al. (1996) . For a similar structure, see: Banerjee et al. (2002) . For related structures, see: Raszeja et al. (2011) ; Banerjee & Zubieta (2005) ; Banerjee et al. (2004 Banerjee et al. ( , 2006 ; Kunz et al. (2007) ; Wei et al. (2006) ; Moore et al. (2010) .
Experimental
Crystal data [Re(C 12 independent and constrained refinement Á max = 1.14 e Å
À3
Á min = À0.60 e Å À3 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINTPlus (Bruker, 2008); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
We would like to thank the University of the Free State, the Chemistry Department, the NRF and Sasol Ltd for financial support. was added to the filtrate and stirred overnight at room temperature. The colourless crystals were grown from the filtrate by slow evaporation.
Refinement
Aromatic H atoms were positioned geometrically and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (parent) of the parent atom with a C-H distance of 0.93. The methene H atoms were placed in geometrically idealized positions and constrained to ride on its parent atoms with U iso (H) = 1.2U eq (C) and at a distance of 0.97 Å. The N-bound H atom was placed from the electron density map. (Brandenburg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
Figure 1
Representation of the title compound, showing the numbering scheme and displacement ellipsoids (50% probability).
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Figure 2
Packing of the title compound in the unit cell and the observed π-π stacking in the crystal structure, indicated by dashed lines (hydrogen atoms omitted for clarity).
[Bis(pyridin-2-ylmethyl)amine-κ Symmetry codes: (i) −x+3/2, y−1/2, −z+1/2; (ii) x, −y, z+1/2; (iii) −x+2, −y+1, −z+1.
